Supplemental Figure S1. Coding sequence of p16 TALE-DNMT3a-3L.

ATGTCGCGGACCCGGCTCCCTTCCCCACCCGCACCCAGCCCAGCGTTTTCGGCCGACTCGTTCTCAGACCTGCTTAGGCAGTTCGACCCCTCACTGT
TTAACACATCGTTGTTCGACTCCCTTCCTCCGTTTGGGGCGCACCATACGGAGGCGGCCACCGGGGAGTGGGATGAGGTGCAGTCGGGATTGAGAGC
TGCGGATGCACCACCCCCAACCATGCGGGTGGCCGTCACCGCTGCCCGACCGCCGAGGGCGAAGCCCGCACCAAGGCGGAGGGCAGCGCAACCGTCC
GACGCAAGCCCCGCAGCGCAAGTAGATTTGAGAACTTTGGGATATTCACAGCAGCAGCAGGAAAAGATCAAGCCCAAAGTGAGGTCGACAGTCGCGC
AGCATCACGAAGCGCTGGTGGGTCATGGGTTTACACATGCCCACATCGTAGCCTTGTCGCAGCACCCTGCAGCCCTTGGCACGGTCGCCGTCAAGTA
CCAGGACATGATTGCGGCGTTGCCGGAAGCCACACATGAGGCGATCGTCGGTGTGGGGAAACAGTGGAGCGGAGCCCGAGCGCTTGAGGCCCTGTTG
ACGGTCGCGGGAGAGCTGAGAGGGCCTCCCCTTCAGCTGGACACGGGCCAGTTGCTGAAGATCGCGAAGCGGGGAGGAGTCACGGCGGTCGAGGCGG
TGCACGCGTGGCGCAATGCGCTCACGGGAGCACCCCTCAACCTGACCCCAGAGCAGGTCGTGGCAATTGCGAGCCATGACGGGGGAAAGCAGGCACT
CGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGACTTACGCCAGAGCAGGTCGTGGCAATTGCGAGCCATGACGGGGGAAAGCAG
GCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGACTAACCCCAGAGCAGGTCGTGGCAATTGCGAGCAACGGAGGGGGAA
AGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGGTTGACCCCAGAGCAGGTCGTGGCAATTGCGAGCCATGACGG
GGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGCCTGACCCCAGAGCAGGTCGTGGCAATTGCGAGCCAT
GACGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGACTGACACCAGAGCAGGTCGTGGCAATTGCGA
GCAACGGAGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGACTTACACCCGAACAAGTCGTGGCAAT
TGCGAGCAACGGAGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGACTTACGCCAGAGCAGGTCGTG
GCAATTGCGAGCCATGACGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGACTAACCCCAGAGCAGG
TCGTGGCAATTGCGAGCCATGACGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGGTTGACCCCAGA
GCAGGTCGTGGCAATTGCGAGCAACGGAGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGCCTGACC
CCAGAGCAGGTCGTGGCAATTGCGAGCAACGGAGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGAC
TGACACCAGAGCAGGTCGTGGCAATTGCGAGCAACCACGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCA
CGGCCTCACCCCAGAGCAGGTCGTGGCAATTGCGAGCCATGACGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAA
GCGCACGGACTTACGCCAGAGCAGGTCGTGGCAATTGCGAGCCATGACGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGT
GCCAAGCGCACGGACTAACCCCAGAGCAGGTCGTGGCAATTGCGAGCAACATCGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGT
GCTGTGCCAAGCGCACGGGTTGACCCCAGAGCAGGTCGTGGCAATTGCGAGCAACATCGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTG
CCTGTGCTGTGCCAAGCGCACGGCCTGACCCCAGAGCAGGTCGTGGCAATTGCGAGCCATGACGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGT
TGCTGCCTGTGCTGTGCCAAGCGCACGGACTGACACCAGAGCAGGTCGTGGCAATTGCGAGCAACCACGGGGGAAAGCAGGCACTCGAAACCGTCCA
GAGGTTGCTGCCTGTGTTATGTCAGGCCCATGGGCTCACCCCAGAGCAGGTCGTGGCAATTGCGAGCCATGACGGGGGAAAGCAGGCACTCGAAACC
GTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGACTTACGCCAGAGCAGGTCGTGGCAATTGCGAGCAACGGAGGGGGAAAGCAGGCACTCG
AAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGACTAACCCCAGAGCAGGTCGTGGCAATTGCGAGCAACCACGGGGGAAAGCAGGC
ACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGGTTGACCCCAGAGCAGGTCGTGGCAATTGCGAGCAACCACGGGGGAAAG
CAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGCCTGACCCCAGAGCAGGTCGTGGCAATTGCGAGCCATGACGGGG
GAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGACTGACACCAGAGCAGGTCGTGGCAATTGCGAGCAACGG
AGGGGGAAAGCAGGCACTCGAAACCGTCCAGAGGTTGCTGCCTGTGCTGTGCCAAGCGCACGGACTCACGCCTGAGCAGGTAGTGGCTATTGCATCC
CATGACGGGGGCAGACCCGCACTGGAGTCAATCGTGGCCCAGCTTTCGAGGCCGGACCCCGCGCTGGCCGCACTCACTAATGATCATCTTGTAGCGC
TGGCCTGCCTCGGCGGACGACCCGCCTTGGATGCGGTGAAGAAGGGGCTCCCGCACGCGCCTGCATTGATTAAGCGGACCAACAGAAGGATTCCCGA
GAGGACATCACATCGAGTGGCAGATCACGCGCAAGTGGTCCGCGTGCTCGGATTCTTCCAGTGTCACTCCCACCCCGCACAAGCGTTCGATGACGCC
ATGACTCAATTTGGTATGTCGAGACACGGACTGCTGCAGCTCTTTCGTAGAGTCGGTGTCACAGAACTCGAGGCCCGCTCGGGCACACTGCCTCCCG
CCTCCCAGCGGTGGGACAGGATTCTCCAAGCGAGCGGTATGAAACGCGCGAAGCCTTCACCTACGTCAACTCAGACACCTGACCAGGCGAGCCTTCA
TGCGTTCGCAGACTCGCTGGAGAGGGATTTGGACGCGCCCTCGCCCATGCATGAAGGGGACCAAACTCGCGCGTCAGCAAGCCCCAAGAAGAAGAGA
AAGGTGGAGGCCAGCGGTACCAACCATGACCAGGAATTTGACCCCCCAAAGGTTTACCCACCTGTGCCAGCTGAGAAGAGGAAGCCCATCCGCGTGC
TGTCTCTCTTTGATGGGATTGCTACAGGGCTCCTGGTGCTGAAGGACCTGGGCATCCAAGTGGACCGCTACATTGCCTCCGAGGTGTGTGAGGACTC
CATCACGGTGGGCATGGTGCGGCACCAGGGAAAGATCATGTACGTCGGGGACGTCCGCAGCGTCACACAGAAGCATATCCAGGAGTGGGGCCCATTC
GACCTGGTGATTGGAGGCAGTCCCTGCAATGACCTCTCCATTGTCAACCCTGCCCGCAAGGGACTTTATGAGGGTACTGGCCGCCTCTTCTTTGAGT
TCTACCGCCTCCTGCATGATGCGCGGCCCAAGGAGGGAGATGATCGCCCCTTCTTCTGGCTCTTTGAGAATGTGGTGGCCATGGGCGTTAGTGACAA
GAGGGACATCTCGCGATTTCTTGAGTCTAACCCCGTGATGATTGACGCCAAAGAAGTGTCTGCTGCACACAGGGCCCGTTACTTCTGGGGTAACCTT
CCTGGCATGAACAGGCCTTTGGCATCCACTGTGAATGATAAGCTGGAGCTGCAAGAGTGTCTGGAGCACGGCAGAATAGCCAAGTTCAGCAAAGTGA
GGACCATTACCACCAGGTCAAACTCTATAAAGCAGGGCAAAGACCAGCATTTCCCCGTCTTCATGAACGAGAAGGAGGACATCCTGTGGTGCACTGA
AATGGAAAGGGTGTTTGGCTTCCCCGTCCACTACACAGACGTCTCCAACATGAGCCGCTTGGCGAGGCAGAGACTGCTGGGCCGATCGTGGAGCGTG
CCGGTCATCCGCCACCTCTTCGCTCCGCTGAAGGAATATTTTGCTTGTGTGAGCAGCGGCAACAGCAACGCCAACAGCCGCGGCCCCAGCTTCAGCA
GCGGCCTGGTGCCCCTGAGCCTGCGCGGCAGCCACATGGGCCCTATGGAGATATACAAGACAGTGTCTGCATGGAAGAGACAGCCAGTGCGGGTACT
GAGCCTTTTTAGAAATATTGATAAAGTACTAAAGAGTTTGGGCTTTTTGGAAAGCGGTTCTGGTTCTGGGGGAGGAACGCTGAAGTACGTGGAAGAT
GTCACAAATGTCGTGAGGAGAGACGTGGAGAAATGGGGCCCCTTTGACCTGGTGTACGGCTCGACGCAGCCCCTAGGCAGCTCTTGTGATCGCTGTC
CCGGCTGGTACATGTTCCAGTTCCACCGAATCCTGCAGTATGCGCTGCCTCGCCAGGAGAGTCAGCGGCCCTTCTTCTGGATATTCATGGACAATCT
GCTGCTGACTGAGGATGACCAAGAGACAACTACCCGCTTCCTTCAGACAGAGGCTGTGACCCTCCAGGATGTCCGTGGCAGAGACTACCAGAATGCT
ATGCGGGTGTGGAGCAACATTCCAGGGCTGAAGAGCAAGCATGCGCCCCTGACCCCAAAGGAAGAAGAGTATCTGCAAGCCCAAGTCAGAAGCAGGA
GCAAGCTGGACGCCCCGAAAGTTGACCTCCTGGTGAAGAACTGCCTTCTCCCGCTGAGAGAGTACTTCAAGTATTTTTCTCAAAACTCACTTCCTCT
TGCTAGCGACTACAAAGACCATGACGGTGATTATAAAGATCATGACATCGACTACAAGGATGACGATGACAAGTCTAGGGCAGCTGCAGAGGGCAGAG
GAAGTCTGCTAACATGCGGTGACGTCGAGGAGAATCCTGGCCCAGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCT
GGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGAATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCAC
CGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCCTGACCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCACGAC
TTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCG
AGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAG
CCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCC
GACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCTGAGCAAAGACCCCA
ACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTAA

Legend:

TALE N-Terminus and C-Terminus
pl6é TALE repeat domain
Dnmt3a-3L

2A GFP



Supplemental Figure S2. Jumbled p16 TALE repeat domain.

CTGACCCCCGAGCAAGTCGTCGCCATCGCCAGTAACGGAGGCGGCAAACAAGCCCTGGAGACTGTCCAACGACTTTTGCCTGTTCTCTGCCAGGCCC
ATGGTTTGACTCCTGAGCAGGTGGTGGCTATAGCTTCCCATGACGGTGGTAAACAAGCTTTGGAGACTGTTCAGAGGCTGCTGCCGGTGTTGTGTCA
AGCGCACGGCCTTACGCCGGAACAGGTCGTGGCGATTGCGTCACATGACGGGGGGAAACAAGCGCTCGAAACCGTGCAACGGCTTCTGCCCGTCTTG
TGCCAGGCTCATGGGCTCACCCCGGAGCAGGTTGTTGCTATCGCATCTAACGGAGGAGGCAAGCAAGCGTTGGAAACGGTTCAAAGGCTTCTCCCCG
TGCTCTGTCAAGCCCACGGACTTACTCCAGAGCAGGTAGTCGCGATAGCGAGTAACGGAGGGGGTAAGCAAGCTCTCGAAACTGTACAGAGACTGCT
TCCGGTACTTTGCCAGGCACATGGCTTGACACCGGAGCAAGTTGTAGCCATTGCCTCAAACCACGGTGGGAAGCAAGCCCTTGAGACAGTCCAGCGA
TTGCTGCCTGTATTGTGTCAAGCTCACGGTTTGACGCCCGAACAAGTCGTAGCTATCGCTAGCCATGACGGCGGGAAGCAGGCTCTTGAAACAGTTC
AGCGGTTGCTTCCCGTACTCTGTCAGGCTCACGGCCTGACTCCCGAACAGGTCGTTGCCATAGCCTCTCATGACGGCGGTAAACAGGCCTTGGAAAC
TGTCCAAAGACTTCTTCCTGTCTTGTGTCAGGCCCACGGGCTTACCCCCGAGCAGGTTGTGGCCATTGCATCAAACATCGGAGGTAAGCAGGCGCTG
GAGACTGTGCAACGCCTTCTGCCAGTTTTGTGCCAGGCGCACGGACTTACACCTGAACAGGTAGTGGCAATTGCAAGCAACATCGGAGGGAAACAGG
CCCTCGAAACGGTACAGCGGCTGCTCCCTGTGCTCTGCCAAGCCCATGGATTGACCCCAGAGCAAGTAGTTGCGATAGCCTCACATGACGGTGGAAA
GCAGGCATTGGAGACAGTGCAGCGCCTGTTGCCCGTTCTTTGCCAAGCTCATGGTCTTACACCCGAGCAAGTGGTCGCAATCGCGTCTAACCACGGG
GGCAAACAGGCTCTCGAAACCGTACAACGACTCCTTCCAGTGCTTTGTCAAGCGCATGGCCTCACGCCAGAACAGGTGGTAGCGATCGCGAGCCATG
ACGGGGGGAAACAGGCACTTGAAACCGTTCAACGCCTCTTGCCAGTCCTGTGCCAGGCACACGGTCTGACACCAGAGCAGGTGGTTGCAATTGCGAG
TAACGGAGGAGGGAAGCAAGCACTCGAAACAGTACAGCGACTCCTCCCTGTGCTGTGCCAAGCTCACGGATTGACCCCTGAACAAGTTGTAGCGATA
GCATCTAACCACGGCGGAAAACAGGCGCTGGAAACGGTGCAAAGGCTCCTTCCCGTTCTTTGTCAGGCCCATGGCCTCACTCCGGAACAAGTCGTCG
CTATTGCTAGTAACCACGGTGGCAAGCAGGCCCTTGAAACGGTCCAGAGGTTGTTGCCGGTCCTCTGTCAAGCACATGGGCTCACACCAGAACAAGT
AGTAGCAATAGCCAGCCATGACGGAGGAAAACAAGCACTTGAGACAGTACAAAGACTCCTCCCAGTACTGTGCCAAGCACACGGGCTGACGCCTGAA
CAAGTGGTTGCAATCGCTTCAAACGGAGGTGGAAAGCAAGCTCTGGAAACTGTTCAGCGCTTGCTCCCGGTTCTGTGTCAGGCGCATGGA
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Supplemental Figure S3. p16 TALE-DNMT strategy can be employed in primary human coronary artery smooth muscle cells
to decrease p16 expression. Primary human coronary artery smooth muscle cells (hnCASMCs) were infected with p16 jTALE-DNMT
wild-type or mutant lentivirus. After 4 days of infection, cells were harvested and assessed for DNA methylation (A) and p16
(CDKNZ2A) expression (B) as described in the main text.
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Supplemental Figure S4. Multiple p16 TALE-DNMT constructs can be designed to decrease p16 expression. An additional
TALE-DNMT (p16 jTALE-DNMT.2) was designed to target the p16 (CDKN2A) promoter region 118 to 139 base pairs upstream of the
transcription start site. Wild-type and mutant infected with p16 jTALE-DNMT.2 were evaluated for DNA methylation (A) and p16

(CDKNZ2A) gene expression (B) as described in prior human fibroblast experiments.



Supplemental Table 1. PCR primers for amplification of bisulfite converted genomic DNA. Primers
were designed to PCR amplify regions of interest from bisulfite converted genomic DNA. Each primer pair
amplifies an approximately 250-300 base pair region within the CpG island closest to the transcription start
site of the gene analyzed. In instances where there was not a CpG island near the gene, the promoter was
evaluated. Amplicons were subsequently used to prepare DNA sequencing libraries for DNA methylation

analysis.

Locus Coordinates Forward (5’ to 3’) Reverse (5’ to 3’)
CDKN2A_1 Chrg f;ggé%%' ATTTGGTAGTTAGGAAGGTTGTA | CCCTAAAATCCCCCCAAATTAAATCTCC
coknza2 | O 1:?;%%?14%09' GGTGGGGAGGAGTTTAGT AACCAACCCCTCCTCTTT
CDKN2A_3 Chrg f;izg ;5897' GGGGTTGGTTGGTTATTAGAG CCTAATTCCAATTCCCCTACAAACTT
CDKN2A_4 chrgfgggé%ss- AGAGGGGGAGAGTAGGTA CCAAAAAACCTCCCCTTTTTCC

CDKN2A_CGI2 Chrgf;ﬂgéfo' GTATGGTTATTGTTTTTGGTGTTT ACCATTCTATTCTCTCTAACAAATCA
CDKN2A_CGI3 chrgfgé%f,sgézso- AGGTTAAAGATGTGTGGTATATT ACAACCACTAAAACTCATTATATAAC
CDKN2A_CGI3_2 Chrgf;é%?gésss“ AATGAGTTTTAGTGGTTGTTTATAAT | AACACATAAATAAATAAACATCCATT

ACTB chr;,:ss%%?gésga- TGGGAGTTTAGTGTTTAAGAGATGTTTA CCCTCTCCCCTCCTTTTAC
CDKN2B_1 chrgfgé(;(,)gé? 2 AGGAGGGGTAGTGAGGATT ACACTCTTCCCTTCTTTCC
CDKN2B_2 chrgfgégc,)gézas- GGGTAATGAAGTTGAGTTTAGG CACCTTCTCCACTAATCCC

p14ARF Chrg f;é%?ggg' TGGGAATAGTAAAAGTAGGGTAAGG ACACCCACCCACTCAAAC
MTAP chrgfgéa;(,)%séos- GGAAAGGTTTGTAAAAGGG AATACCAAAAACCATATCTACAC
IFNE Chrgfléﬁ?;ég“z' GAAAAGGGAATTTGAAAATTTAATGT | AATAAAAACCAACAACACCAACACA
CDKN2C Chr;ﬂé‘g??éim' GGAGGATTTGTTTTTGTAGTTTTG CACAAACACACATACATTCCTAATT
CDKN2D °hr11%:,16%’gz%88°9' TTTATAGGGTTTGTATAATTAGTGG CTACCTCCCTTCCCTCAAA
CDKN1A Chrgsgﬁ‘f’;ffz' GATTAGTTGGAAGGAGTGAGAGA ACTCAACTACTCCCTATCCACTAAAC
CDKN1B Ch”122:,1827’g,%%§46' GGGTAGAGTTGGGGGTAG ACAAACCTACTCTAACTAACCT
CDKN1C Chrzé%’?g:’gm' GGTTTGGTTTAAGGTTGAGAAG AACCCTCACACACCTACT

RB1 chrlsszg,;azz,gao- GTGATTTTAAAAGGTTAGTAAGTG AAACCTCATCCCTATCCC

CDK4 Chrgii’;,‘_ﬁ’g%' GGTGAGGGGGTTTTTTTAGT ACCCTTCCATAACCAACTC

CDK6 Chrgffé‘ffﬂ 2 GGTTTGGGAGAGGGTAGG ATCCCTCCTCTTCCCTCC

CCND1 Chrgz%gi%’fso' ATTATAGGGGAGTTTTGTTGAAGTT | CAACACAAAAACTAATATTCCATAAC
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Supplemental Table 2. gPCR primers for gene expression analysis

Locus Forward (5’ to 3’) Reverse (5’ to 3’)
HPRT1 GCAGACTTTGCTTTCCTTGG AACACTTCGTGGGGTCCTTT
CDKN2A CCCAACGCACCGAATAGTT AGCAGCAGCTCCGCCACT
(p16)
CDKN2A AGAACATGGTGCGCAGGT GGGATGTGAACCACGAAAAC
(p14ARF)
CDKN2B GCTGTTTCATCAGCAGCCTA CCACAATGGAGCTAGAAGCA
MTAP CTACCTCAGGGCATGGTTGT TGCTGGCTAAATGCTTGTTG
IFNE ACCCTTGAACGACATGAAGC AAGAATCATGTCTGGAGAAGTCC
CDKN2C GTGATTTGGCCAGGCTCTAT AGCCCTCCCCACGTTTATT
CDKN2D CCAAGGGCAGAGCATTTAAG AAGCAACGTGCACACTTCAG
CDKN1A GATTAGCAGCGGAACAAGGA CAACTACTCCCAGCCCCATA
CDKN1B GAGGTGCTTGGGAGTTTTGA TGTTTACACAGCCCGAAGTG
CDKN1C CAGCGTTCGGTTTTGTTTTT GGGACCAGTGTACCTTCTCG
RB1 AGGGCTTACTATTTCTGGGTCTT CAATACACGATCTCTGAAGTTCC
CDK4 CGAGCTCTGCAGCACTCTTA AGAAGGGAAATGGCAGCTTT
CDKé TGTCTATCTCCCGGCACTTC TGAAAGCAAGCAAACAGGTG
CCND1 AGCGCTGTTTTTGTTGTGTG CTTGCCTCAAAGTCCTGCTT
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